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The raw data for figures are provided in the Source data file. The complete CDS and amino acid sequence of ifnu in zebrafish, and also in African clawed frog have
the GenBank accession numbers: MW547062.1 (https://www.ncbi.nlm.nih.gov/nuccore/MW547062.1/), UBY00466.1 (https://www.ncbi.nlm.nih.gov/protein/
UBY00466.1/), and MW924834.1 (https://www.ncbi.nlm.nih.gov/nuccore/ MW924834.1/), UBY00467.1 (https://www.ncbi.nlm.nih.gov/protein/ UBY00467.1/).

The sample size was determined according to the previous studies (PMID: 30389775, PMID: 32188757, PMID: 31914680, PMID: 21354627,
PMID: 29102889 and PMID: 17371995), regarding animal experiments, quantitative PCR, emybro test and viral titre assay.

For phylogenetic analysis, the predicted intracellular region sequences of class II receptor protein at C-terminus were removed manually since
the extracellular region of receptor is mainly involved functionally in ligand interaction.

All assays are conducted with replication in at least two or three independent experiments with similar results to confirm reproducibility.

Simple randomization was performed to assign embryos or cell lines were cultured in the same conditions and randomly divided into different
treatment/conditions for experiments.

During data collection, the investigators were not blinded to group allocation, but the sample IDs consist of species name and digital number,
not the grouping information. During data analysis, sample IDs were provided to the investigators, but not the grouping allocation
information.

anti-GAPDH (1:1000, Cat#: 2058, mouse monoclonal antibody, 2D7, Dia-An Biotech, Inc), anti-IFNUR1 (1:200, Cat#: C0814, rat
polyclonal antibody, Dia-An Biotech, Inc), anti-CRFB4 (1:200, Cat#: C0813, rat polyclonal antibody, Dia-An Biotech, Inc), anti-FLAG-tag
(1:2000, Cat#: 2064, mouse monoclonal antibody, 2E5, Dia-An Biotech, Inc) and anti-digoxigenin-labelled peroxidase (anti-DIG-HRP,
1:500, Code: 200-032-156, mouse monoclonal antibody, HY-A1, Jackson ImmunoResearch)

Validation of all the antibodies was performed by the manufacturer, Dia-An Biotech, Inc (https://www.dia-an.cn/en/, service@dia-




